Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.006 Å; R factor = 0.054; wR factor = 0.123; data-to-parameter ratio = 16.5.
In the title compound, C 25 H 29 BrN 4 O 3 S 2 , the benzene rings bridged by the sulfonamide group are tilted relative to each other by 63.9 (1) and the dihedral angle between the sulfurbridged pyrimidine and benzene rings is 64.9 (1) . The molecular conformation is stabilized by a weak intramolecular -stacking interaction between the pyrimidine and the 2,4,6-trimethylbenzene rings [centroid-centroid distance = 3.766 (2) Å ]. The piperidine ring adopts a chair conformation. In the crystal, molecules are linked into inversion dimers by pairs of N-HÁ Á ÁO hydrogen bonds and these dimers are further linked by C-HÁ Á ÁO hydrogen bonds into chains propagating along [010] . Table 1 Hydrogen-bond geometry (Å , ). et al., 2011; Akkurt et al., 2011; Kant et al., 2012) . The piperidine ring is exhibiting a chair conformation. The two benzene rings (C1-C6/C9-C14) are tilted relative to each other by 63.9 (1)° and the dihedral angle between the sulfur bridged pyrimidine and benzene rings is 64.9 (1)°. The molecular conformation is stabilized by a weak intramolecular stacking interaction between the pyrimidine and the 2,4,6 -trimethyl benzene rings [centroid-centroid distance = 3.766
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(2) Å, interplanar spacing = 3.507 Å, and centroid shift = 1.37 Å]. In the crystal, molecules are linked into dimers by pairs of N1-H1···O2 hydrogen bonds and these dimers are further linked by C-H···O hydrogen bonds into chains along
[010] (Fig.2) .
Experimental
The reaction of N- [2-(5-bromo-2-chloro-pyrimidin-4-ylsulfanyl)-4-methoxy-phenyl] -2,4,6-trimethyl -benzenesulfonamide(5.29 g, 0.01 mol) with piperidine (0.86 g, 0.01) were carried out in the presence of triethylamine and the reaction mixture was allowed to stir at room temperature for 6-7 h in dry dichloromethane. The progress of the reaction was monitored by TLC. Upon completion, the solvent was removed under reduced pressure and residue was extracted with ethyl acetate. The compound was purified by successive recrystallization from methanol (yield 82%, m.p. 460-462 K).
Refinement
All H atoms were positioned geometrically and were treated as riding on their parent C/N atoms, with C-H distances of 0.93-0.97 Å and N-H distance of 0.86 with U iso (H) = 1.2U eq (C) or 1.5U eq (methyl C). ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Computing details

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (
